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Amino Acid Structure
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lassification of Amino Acic

» with non-polar aliphatic side chain
* with aromatic side chain

» with polar side chain
— Hydroxyl containing

— Sulfur containing

* charged acidic and their uncharged
amides

* charged basic
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harged Basic Amino Acids
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Essential Amino Acids
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The Titration Curve of Alanine

H OH~ H,0 . OH "~ H,0 ;:1

i -+ _ _ — _ _ _
*H3N -C-COOH H;N-C-COO HoN-C-COO

CHS H+] CH3 H+] CH3

_ K,=9.1
| pK,=2.3 Il PR, 1!
Alanine in acid solution Alanine in neutral solution Alanine in basic solution
H approximately 6 H greater than 10
(pH less than 2) (P app charge=0y ) (PH g )
Net charge=+1 Isoelectric form _ Net charge=-1
m=mg
2.0 \
Region of \ K.=9.1
«— P .
1.5 buffering pI=5.7 2
1.0 [l]—[lﬂ buffering
Equivalents \\
OH- added 0.5— —pK,=2.3
0
| ] | [pH




pKa’s of Aspartic acid
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ration Curve of Aspartic A
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Aspartic Acid
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ration Curve of Aspartic A

pK;=9.8

Region of Region of [H]=[IV]—
2.5 buffering buffering
Region of
["]=[| "] buffering
— pK,=3.9
pI=3.
1.0 — _
[11=[1]
0.5 —
/
0 2 4 6 8 10




Relative

~ Amino Hydrophobic
acid ch&mctcr‘

Most Isoleucine l 83
hydrophobic Leucine ' 1.80
Phenylalanine 1.69

Tryptophan 1.35

Valine 1.32

Methionine 1.10

Proline 0.34

Cysteine 0.76

Tyrosine { 0.39

| ~ Alanine 10.35

Standard Glycine 0
o Threonine L0.27
Serine -0.63

Histidine ~0.65

Glutamine -0.93

Asparagine ~0.99

Arginine -+ 1.50

Lysine ~1.54

Least ‘Glutamic acid ~1.95
hydrophobic Aspartic acid -t 2.15
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pution of amino acids in myo

Space-Filled model of Myoglobin Cross Sectional view of Myoglobin



ibution of amino acids in |
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